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DETAILED ACTION 

Election/Restrictions 

Restriction is required under 35 U.S.C. §§ 121 and 372. 

This application contains the following inventions or groups of inventions which are not so 
linked as to form a single general inventive concept under PCT Rule 13.1. 

In accordance with 37 CFR 1.499, applicant is required, in reply to this action, to elect a 
single invention to which the claims must be restricted. 

Protease Molecules and Compositions comprising same. 

Group 1 , claims 1 , 2, 4, 5, 7, 9, 1 5, 1 6, 28-31 , and 37, each drawn in part to a variant of a 
parent protease comprising at least one amino acid substitution in a region that 
corresponds to the thirteen amino acid sequence region from position 6 through 
position 18 of the mature protease amino acid sequence of SEQ ID NO:2 from position 
1-188, to compositions comprising same and methods of use thereof. 

Group 2, claims 1, 2, 4, 7, 1 1, 15, 16, 28-31, and 37, each drawn in part to a variant of a 
parent protease comprising at least one amino acid substitution in a region that 
corresponds to the seven amino acid sequence region from position 22 through 
position 28 of the mature protease amino acid sequence of SEQ ID NO:2 from position 
1-188, to compositions comprising same and methods of use thereof. 

Group 3, claims 1 , 2, 4, 5, 1 1 , 1 5, 1 6, 28-31 , and 37, each drawn in part to a variant of a 
parent protease comprising at least one amino acid substitution in a region that 
corresponds to the eight amino acid sequence region from position 32 through position 
39 of the mature protease amino acid sequence of SEQ ID NO:2 from position 1-188, 
to compositions comprising same and methods of use thereof, as well as to 
polynucleotides encoding same and vectors and host cells comprising such 
polynucleotides, and to methods of use of such polynucleotides in making the variant 
protease. 

Group 4, claims 1 , 2, 4, 5, 9, 1 1 , 1 5, 1 6, 28-31 , and 37, each drawn in part to a variant of 
a parent protease comprising at least one amino acid substitution in a region that 
corresponds to the seventeen amino acid sequence region from position 42 through 
position 58 of the mature protease amino acid sequence of SEQ ID NO:2 from position 
1-188, to compositions comprising same and methods of use thereof. 

Group 5, claims 1, 2, 4, 5, 9, 15, 16, 28-31, and 37, each drawn in part to a variant of a 
parent protease comprising at least one amino acid substitution in a region that 
corresponds to the dipeptide amino acid sequence region that is positions 62 and 63 of 
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the mature protease amino acid sequence of SEQ ID NO:2 from position 1-188, to 
compositions comprising same and methods of use thereof. 

Group 6, claims 1 , 2, 4, 5, 9, 1 1 , 1 5, 1 6, 28-31 , and 37, each drawn in part a variant of a 
parent protease comprising at least one amino acid substitution in a region that 
corresponds to the eleven amino acid sequence region from position 66 through 
position 76 of the mature protease amino acid sequence of SEQ ID NO:2 from position 
1-188, to compositions comprising same and methods of use thereof. 

Group 7, claims 1, 2, 4, 5, 7, 9, 1 1, 15, 16, 28-31, and 37, each drawn in to a variant of a 
parent protease comprising at least one amino acid substitution in a region that 
corresponds to the twenty-three amino acid sequence region from position 78 through 
position 100 of the mature protease amino acid sequence of SEQ ID NO:2 from 
position 1-188, to compositions comprising same and methods of use thereof. 

Group 8, claims 1 , 2, 4, 5, 7, 1 5, 1 6, 28-31 , and 37, each drawn in part to a variant of a 
parent protease comprising at least one amino acid substitution in a region that 
corresponds to the four amino acid sequence region from position 103 through position 
106 of the mature protease amino acid sequence of SEQ ID NO:2 from position 1-188, 
to compositions comprising same and methods of use thereof. 

Group 9, claims 1 , 2, 4, 9, 1 1 , 1 6, 28-31 , and 37, each drawn in part to a variant of a 
parent protease comprising at least one amino acid substitution in a region that 
corresponds to the four amino acid sequence region from position 1 1 1 through position 
114 of the mature protease amino acid sequence of SEQ ID NO:2 from position 1-188, 
to compositions comprising same and methods of use thereof. 

Group 10, claims 1, 2, 4, 5, 7, 9, 11, 15, 16, 28-31, and 37, each drawn in part to, and 
claims drawn more particularly to a variant of a parent protease comprising at least one 
amino acid substitution in a region that corresponds to the fourteen amino acid 
sequence region from position 118 through position 131 of the mature protease amino 
acid sequence of SEQ ID NO:2 from position 1-188, to compositions comprising same 
and methods of use thereof. 

Group 11, claims 1, 2, 4, 5, 7, 15, 16, 28-31, and 37, each drawn in part to, and claims 
drawn more particularly to a variant of a parent protease comprising at least one amino 
acid substitution in a region that corresponds to the three amino acid sequence region 
from position 134 through position 136 of the mature protease amino acid sequence of 
SEQ ID NO:2 from position 1-188, to compositions comprising same and methods of 
use thereof. 

Group 12, claims 1, 2, 4, 5, 7, 9, 15, 16, 28-31, and 37, each drawn in part to, and claims 
drawn more particularly to a variant of a parent protease comprising at least one amino 
acid substitution in a region that corresponds to the three amino acid sequence region 
from position 139 through position 141 of the mature protease amino acid sequence of 
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SEQ ID NO:2 from position 1-188, to compositions comprising same and methods of 
use thereof. 

Group 13, claims 1, 2, 4, 5, 7, 9, 15, 16, 28-31, and 37, each drawn in part to, and claim 
13 drawn more particularly to, a variant of a parent protease comprising at least one 
amino acid substitution in a region that corresponds to the eight amino acid sequence 
region from position 144 through position 151 of the mature protease amino acid 
sequence of SEQ ID NO:2 from position 1-188, to compositions comprising same and 
methods of use thereof. 

Group 14, claims 1, 2, 4, 5, 16, 28-31, and 37, each drawn in part to a variant of a parent 
protease comprising at least one amino acid substitution in a region that corresponds 
to the dipeptide amino acid sequence region that is positions 155 and 156 of the 
mature protease amino acid sequence of SEQ ID NO:2 from position 1-188, to 
compositions comprising same and methods of use thereof. 

Group 1 5, claims 1,2,4,5,7,9, 11, 15, 16, 28-31 , and 37, each drawn in part to a variant 
of a parent protease comprising at least one amino acid substitution in a region that 
corresponds to the seventeen amino acid sequence region from position 160 through 
position 176 of the mature protease amino acid sequence of SEQ ID NO:2 from 
position 1-188, to compositions comprising same and methods of use thereof. 

Group 16, claims 1, 2, 4, 11, 15, 16, 28-31, and 37, each drawn in part to a variant of a 
parent protease comprising at least one amino acid substitution in a region that 
corresponds to the three amino acid sequence region from position 179 through 
position 181 of the mature protease amino acid sequence of SEQ ID NO:2 from 
position 1-188, to compositions comprising same and methods of use thereof. 

Group 17, claims 1, 2, 4, 7, 15, 16, 28-31, and 37, each drawn in part to a variant of a 
parent protease comprising at least one amino acid substitution in a region that 
corresponds to the five amino acid sequence region from position 184 through position 
188 of the mature protease amino acid sequence of SEQ ID NO:2 from position 1-188, 
to compositions comprising same and methods of use thereof. 

Methods of Making Proteases and components thereof. 

Group 18, claims 21-25, each drawn in part to a method of making a variant of a parent 
protease comprising at least one amino acid substitution in a region that corresponds 
to the thirteen amino acid sequence region from position 6 through position 18 of the 
mature protease amino acid sequence of SEQ ID NO:2 from position 1-188, and to 
polynucleotides encoding the variant and vectors and host cells comprising such 
polynucleotides useful in a method of making the variant protease. 

Group 19, claims 21-25, each drawn in part to a method of making a variant of a parent 
protease comprising at least one amino acid substitution in a region that corresponds 
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to the seven amino acid sequence region from position 22 through position 28 of the 
mature protease amino acid sequence of SEQ ID NO:2 from position 1-188, and to 
polynucleotides encoding the variant and vectors and host cells comprising such 
polynucleotides useful in a method of making the variant protease. 

Group 20, claims 21-25, each drawn in part to a method of making a variant of a parent 
protease comprising at least one amino acid substitution in a region that corresponds 
to the eight amino acid sequence region from position 32 through position 39 of the 
mature protease amino acid sequence of SEQ ID NO:2 from position 1-188, and to 
polynucleotides encoding the variant and vectors and host cells comprising such 
polynucleotides useful in a method of making the variant protease. 

Group 21, claims 21-25, each drawn in part to a method of making a variant of a parent 
protease comprising at least one amino acid substitution in a region that corresponds 
to the seventeen amino acid sequence region from position 42 through position 58 of 
the mature protease amino acid sequence of SEQ ID NO:2 from position 1-188, and to 
polynucleotides encoding the variant and vectors and host cells comprising such 
polynucleotides useful in a method of making the variant protease. 

Group 22, claims 21-25, each drawn in part to a method of making a variant of a parent 
protease comprising at least one amino acid substitution in a region that corresponds 
to the dipeptide amino acid sequence region that is positions 62 and 63 of the mature 
protease amino acid sequence of SEQ ID NO:2 from position 1-188, and to 
polynucleotides encoding the variant and vectors and host cells comprising such 
polynucleotides useful in a method of making the variant protease. 

Group 23, claims 21-25, each drawn in part to a method of making a variant of a parent 
protease comprising at least one amino acid substitution in a region that corresponds 
to the eleven amino acid sequence region from position 66 through position 76 of the 
mature protease amino acid sequence of SEQ ID NO:2 from position 1-188, and to 
polynucleotides encoding the variant and vectors and host cells comprising such 
polynucleotides useful in a method of making the variant protease. 

Group 24, claims 21-25, each drawn in part to a method of making a variant of a parent 
protease comprising at least one amino acid substitution in a region that corresponds 
to the twenty-three amino acid sequence region from position 78 through position 100 
of the mature protease amino acid sequence of SEQ ID NO:2 from position 1-188, and 
to polynucleotides encoding the variant and vectors and host cells comprising such 
polynucleotides useful in a method of making the variant protease. 

Group 25, claims 21-25, each drawn in part to a method of making a variant of a parent 
protease comprising at least one amino acid substitution in a region that corresponds 
to the four amino acid sequence region from position 103 through position 106 of the 
mature protease amino acid sequence of SEQ ID NO:2 from position 1-188, and to 
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polynucleotides encoding the variant and vectors and host cells comprising such 
polynucleotides useful in a method of making the variant protease. 

Group 26, claims 21-25, each drawn in part to a method of making a variant of a parent 
protease comprising at least one amino acid substitution in a region that corresponds 
to the four amino acid sequence region from position 1 1 1 through position 1 14 of the 
mature protease amino acid sequence of SEQ ID NO:2 from position 1-188, and to 
polynucleotides encoding the variant and vectors and host cells comprising such 
polynucleotides useful in a method of making the variant protease. 

Group 27, claims 21-25, each drawn in part to a method of making a variant of a parent 
protease comprising at least one amino acid substitution in a region that corresponds 
to the fourteen amino acid sequence region from position 118 through position 131 of 
the mature protease amino acid sequence of SEQ ID NO:2 from position 1-188, and to 
polynucleotides encoding the variant and vectors and host cells comprising such 
polynucleotides useful in a method of making the variant protease. 

Group 28, claims 21-25, each drawn in part to a method of making a variant of a parent 
protease comprising at least one amino acid substitution in a region that corresponds 
to the three amino acid sequence region from position 134 through position 136 of the 
mature protease amino acid sequence of SEQ ID NO:2 from position 1-188, and to 
polynucleotides encoding the variant and vectors and host cells comprising such 
polynucleotides useful in a method of making the variant protease. 

Group 29, claims 21-25, each drawn in part to a method of making a variant of a parent 
protease comprising at least one amino acid substitution in a region that corresponds 
to the three amino acid sequence region from position 139 through position 141 of the 
mature protease amino acid sequence of SEQ ID NO:2 from position 1-188, and to 
polynucleotides encoding the variant and vectors and host cells comprising such 
polynucleotides useful in a method of making the variant protease. 

Group 30, claims 21-25, each drawn in part to a method of making a variant of a parent 
protease comprising at least one amino acid substitution in a region that corresponds 
to the eight amino acid sequence region from position 144 through position 151 of the 
mature protease amino acid sequence of SEQ ID NO:2 from position 1-188, and to 
polynucleotides encoding the variant and vectors and host cells comprising such 
polynucleotides useful in a method of making the variant protease. 

Group 31, claims 21-25, each drawn in part to a method of making a variant of a parent 
protease comprising at least one amino acid substitution in a region that corresponds 
to the dipeptide amino acid sequence region that is positions 155 and 156 of the 
mature protease amino acid sequence of SEQ ID NO:2 from position 1-188, and to 
polynucleotides encoding the variant and vectors and host cells comprising such 
polynucleotides useful in a method of making the variant protease. 
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Group 32, claims 21-25, each drawn in part to a method of making a variant of a parent 
protease comprising at least one amino acid substitution in a region that corresponds 
to the seventeen amino acid sequence region from position 160 through position 176 of 
the mature protease amino acid sequence of SEQ ID NO:2 from position 1-188, and to 
polynucleotides encoding the variant and vectors and host cells comprising such 
polynucleotides useful in a method of making the variant protease. 

Group 33, claims 21-25, each drawn in part to a method of making a variant of a parent 
protease comprising at least one amino acid substitution in a region that corresponds 
to the three amino acid sequence region from position 179 through position 181 of the 
mature protease amino acid sequence of SEQ ID NO:2 from position 1-188, and to 
polynucleotides encoding the variant and vectors and host cells comprising such 
polynucleotides useful in a method of making the variant protease. 

Group 34, claims 21-25, each drawn in part to a method of making a variant of a parent 
protease comprising at least one amino acid substitution in a region that corresponds 
to the five amino acid sequence region from position 184 through position 188 of the 
mature protease amino acid sequence of SEQ ID NO:2 from position 1-188, and to 
polynucleotides encoding the variant and vectors and host cells comprising such 
polynucleotides useful in a method of making the variant protease. 

Transgenic Organisms. 

Group 35, claim 26, drawn in part to a transgenic plant that comprises and expresses a 
polynucleotide encoding a variant of a parent protease comprising at least one amino 
acid substitution in a region that corresponds to the thirteen amino acid sequence 
region from position 6 through position 18 of the mature protease amino acid sequence 
of SEQ ID NO:2 from position 1-188. 

Group 36, claim 26, drawn in part to a transgenic plant that comprises and expresses a 
polynucleotide encoding a variant of a parent protease comprising at least one amino 
acid substitution in a region that corresponds to seven amino acid sequence region 
from position 22 through position 28 of the mature protease amino acid sequence of 
SEQ ID NO:2 from position 1-188. 

Group 37, claim 26, drawn in part to a transgenic plant that comprises and expresses a 
polynucleotide encoding a variant of a parent protease comprising at least one amino 
acid substitution in a region that corresponds to the eight amino acid sequence region 
from position 32 through position 39 of the mature protease amino acid sequence of 
SEQ ID NO:2 from position 1-188. 

Group 38, claim 26, drawn in part to a transgenic plant that comprises and expresses a 
polynucleotide encoding a variant of a parent protease comprising at least one amino 
acid substitution in a region that corresponds to the seventeen amino acid sequence 
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region from position 42 through position 58of the mature protease amino acid 
sequence of SEQ ID NO:2 from position 1-188. 

Group 39, claim 26, drawn in part to a transgenic plant that comprises and expresses a 
polynucleotide encoding a variant of a parent protease comprising at least one amino 
acid substitution in a region that corresponds to the dipeptide amino acid sequence 
region that is positions 62 and 63 of the mature protease amino acid sequence of SEQ 
ID NO:2 from position 1-188. 

Group 40, claim 26, drawn in part to a transgenic plant that comprises and expresses a 
polynucleotide encoding a variant of a parent protease comprising at least one amino 
acid substitution in a region that corresponds to the eleven amino acid sequence 
region from position 66 through position 76 of the mature protease amino acid 
sequence of SEQ ID NO:2 from position 1-188. 

Group 41, claim 26, drawn in part to a transgenic plant that comprises and expresses a 
polynucleotide encoding a variant of a parent protease comprising at least one amino 
acid substitution in a region that corresponds to the twenty-three amino acid sequence 
region from position 78 through position 100 of the mature protease amino acid 
sequence of SEQ ID NO:2 from position 1-188. 

Group 42, claim 26, drawn in part to a transgenic plant that comprises and expresses a 
polynucleotide encoding a variant of a parent protease comprising at least one amino 
acid substitution in a region that corresponds to the four amino acid sequence region 
from position 103 through position 106 of the mature protease amino acid sequence of 
SEQ ID NO:2 from position 1-188. 

Group 43, claim 26, drawn in part to a transgenic plant that comprises and expresses a 
polynucleotide encoding a variant of a parent protease comprising at least one amino 
acid substitution in a region that corresponds to the four amino acid sequence region 
from position 1 1 1 through position 1 14 of the mature protease amino acid sequence of 
SEQ ID NO:2 from position 1-188. 

Group 44, claim 26, drawn in part to a transgenic plant that comprises and expresses a 
polynucleotide encoding a variant of a parent protease comprising at least one amino 
acid substitution in a region that corresponds to fourteen amino acid sequence region 
from position 118 through position 131 of the mature protease amino acid sequence of 
SEQ ID NO:2 from position 1-188. 

Group 45, claim 26, drawn in part to a transgenic plant that comprises and expresses a 
polynucleotide encoding a variant of a parent protease comprising at least one amino 
acid substitution in a region that corresponds to the three amino acid sequence region 
from position 134 through position 136 of the mature protease amino acid sequence of 
SEQ ID NO:2 from position 1-188. 
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Group 46, claim 26, drawn in part to a transgenic plant that comprises and expresses a 
polynucleotide encoding a variant of a parent protease comprising at least one amino 
acid substitution in a region that corresponds to the three amino acid sequence region 
from position 139 through position 141 of the mature protease amino acid sequence of 
SEQ ID NO:2 from position 1-188. 

Group 47, claim 26, drawn in part to a transgenic plant that comprises and expresses a 
polynucleotide encoding a variant of a parent protease comprising at least one amino 
acid substitution in a region that corresponds to eight amino acid sequence region from 
position 144 through position 151 of the mature protease amino acid sequence of SEQ 
ID NO:2 from position 1-188. 

Group 48, claim 26, drawn in part to a transgenic plant that comprises and expresses a 
polynucleotide encoding a variant of a parent protease comprising at least one amino 
acid substitution in a region that corresponds to the dipeptide amino acid sequence 
region that is positions 155 and 156 of the mature protease amino acid sequence of 
SEQ ID NO:2 from position 1-188. 

Group 49, claim 26, drawn in part to a transgenic plant that comprises and expresses a 
polynucleotide encoding a variant of a parent protease comprising at least one amino 
acid substitution in a region that corresponds to the seventeen amino acid sequence 
region from position 160 through position 176 of the mature protease amino acid 
sequence of SEQ ID NO:2 from position 1-188. 

Group 50, claim 26, drawn in part to a transgenic plant that comprises and expresses a 
polynucleotide encoding a variant of a parent protease comprising at least one amino 
acid substitution in a region that corresponds to the three amino acid sequence region 
from position 179 through position 181 of the mature protease amino acid sequence of 
SEQ ID NO:2 from position 1-188. 

Group 51, claim 26, drawn in part to a transgenic plant that comprises and expresses a 
polynucleotide encoding a variant of a parent protease comprising at least one amino 
acid substitution in a region that corresponds to the five amino acid sequence region 
from position 184 through position 188 of the mature protease amino acid sequence of 
SEQ ID NO:2 from position 1-188. 

The inventions lack unity, each from the other, because of the following reasons: 
According to PCT Rule 13.2 unity of invention exists only when the shared same or 
corresponding special technical feature is a contribution over the prior art. The inventions of 
Groups 1-17 do not relate to a single general inventive concept because they lack a same or 
corresponding special technical feature, which is defined in the claims herein in terms of a 
variant of a parent protease that need have no substantial degree of similarity to the reference, 
188-amino acid, sequence of the mature protease of SEQ ID NO:2 where it may differ from the 
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sequence of SEQ ID NO:2 at as many as 75 amino acid positions according to clause (c) of 
claim 1, because Sjoeholm et al., US 6,855,548 1 teaches at least one relative amino acid 
substitution at a position among the 144 amino acids within SEQ ID NO:2 recited at lines three 
and four of claim 1 herein in their SEQ ID NO:1, specifically, alanine rather than threonine at the 
position corresponding to position 87 of SEQ ID NO:2 herein, constituting a T87A substitution in 
the parent protease of SEQ ID NO:2 herein according to, e.g., claims 1, 2, 4, and 16 herein. As 
such, the first invention recited in claim 1 has no technical feature that can be considered to be 
a contribution over the prior art. 

The inventions of Groups 1-17 and Groups 18-34 do not relate to a single general inventive 
concept because a product of Groups 1-17 lacks a same or corresponding special technical 
feature. This is because Sjoeholm et al. '548, discussed in the preceding paragraph, teach their 
SEQ ID NO:1 which constitutes an amino acid substitution T87A in a parent protease of SEQ ID 
NO:2 herein, thus each method of making a product of the Groups 18-34 lacks a special 
technical feature where it cannot be a method of making a first product having a technical 
feature that can be considered to be a contribution over the prior art. 

The inventions of Groups 1-17 and Groups 35-51 do not relate to a single general inventive 
concept because they lack a same or corresponding special technical feature, which is defined 
in claim 26 as a plant transformed with a nucleic acid in order that it may express a variant of a 
parent protease. This is because a product of Groups 1-17 lacks a same or corresponding 
special technical feature where Sjoeholm et al. '548, discussed above, teach their SEQ ID NO:1 
which constitutes an amino acid substitution T87A in a parent protease of SEQ ID NO:2, and 
because McMaster et al., US 5,877,403 teach the preparation of transgenic plants capable of 
expressing an exogenous protease. It would have been obvious to one of ordinary skill in the 
art before the invention of claim 26 was made to prepare a transgenic plant according to 
McMaster et al. capable of expressing an exogenous protease of SEQ ID NO:1 according to 
Sjoeholm et al. and as such, a plant of Groups 35-51, which inherently constitutes a component 
of a method of making a protease of one of Groups 1-17 that has no technical feature that can 
be considered to be a contribution over the prior art. 

The inventions of Groups 8-34 and Groups 35-51 do not relate to a single general inventive 
concept because they lack a same or corresponding special technical feature. This is because 
each method of making a product of the Groups 18-34 lacks a special technical feature where it 
cannot be a method of making a first product, nor the components useful therein, that has a 

1 The disclosure of US 6,855,548 is prior art under 35 U.S.C. § 102(e) in view of the 17 February 2000 
filing date of the US provisional application 60/183,133 to which priority is claimed. 
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technical feature that can be considered to be a contribution over the prior art, and because a 
product of Groups 35-51 constitutes a component of what is essentially a second method of 
making a product that also lacks a technical feature that can be considered to be a contribution 
over the prior art . 

Applicant is advised that the reply to this requirement to be complete must include (i) an 
election of a species or invention to be examined even though the requirement may be 
traversed (37 CFR 1.143) and (ii) identification of the claims encompassing the elected 
invention. 

The election of an invention or species may be made with or without traverse. To preserve 
a right to petition, the election must be made with traverse. If the reply does not distinctly and 
specifically point out supposed errors in the restriction requirement, the election shall be treated 
as an election without traverse. Traversal must be presented at the time of election in order to 
be considered timely. Failure to timely traverse the requirement will result in the loss of right to 
petition under 37 CFR 1.144. If claims are added after the election, applicant must indicate 
which of these claims are readable on the elected invention or species. 

Should applicant traverse on the ground that the inventions have unity of invention (37 CFR 
1.475(a)), applicant must provide reasons in support thereof. Applicant may submit evidence or 
identify such evidence now of record showing the inventions to be obvious variants or clearly 
admit on the record that this is the case. Where such evidence or admission is provided by 
applicant, if the examiner finds one of the inventions unpatentable over the prior art, the 
evidence or admission may be used in a rejection under 35 U.S.C. § 103(a) of the other 
invention. 

Applicant is reminded that upon the cancellation of claims to a non-elected invention, the 
inventorship must be amended in compliance with 37 CFR 1.48(b) if one or more of the 
currently named inventors is no longer an inventor of at least one claim remaining in the 
application. Any amendment of inventorship must be accompanied by a request under 37 CFR 
1 .48(b) and by the fee required under 37 CFR 1 .17(i). 

Conclusion 

Information regarding the status of an application may be obtained from the Patent 
Application Information Retrieval (PAIR) system. Status information for published applications 
may be obtained from either Private PAIR or Public PAIR. Status information for unpublished 
applications is available through Private PAIR only. For more information about the PAIR 
system, see http://pair-direct.uspto.gov. Should you have questions on access to the Private 
PAIR system, contact the Electronic Business Center (EBC) at 866-217-9197 (toll-free). 
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Any inquiry concerning this communication or earlier communications from the examiner 
should be directed to William W. Moore whose telephone number is 571.272.0933 and whose 
FAX number is 571.273.0933. The examiner can normally be reached Monday through Friday 
between 9:00AM and 5:30PM EST. If attempts to reach the examiner by telephone are 
unsuccessful, the examiner's Supervisory Primary Examiner, Andrew Wang, can be reached at 
571.272.081 1. The official FAX number for all communications for the organization where this 
application or proceeding is assigned is 571.273.8300. Any inquiry of a general nature or 
relating to the status of this application or proceeding should be directed to the receptionist 
whose telephone number is 571 .272.1 600. 



/William W. Moore/ 
Examiner, Art Unit 1656 



